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LETTERS TO THE EDITOR

Dear Editor: 
We would like to share ideas on the publication “Im-

portance of the SARS-CoV-2 genome and spike protein 
in the immunopathogenesis of COVID-19 and in the 
efficacy of vaccines1”. The SARS-CoV-2 pandemic is 
currently a significant global health issue, according to 
Jiménez-Morales et al.1. According to Jiménez-Morales 
et al. suggest that the virus's ability to propagate, es-
cape the immune system, and reduce antibody neutral-
ization is due to many mutations in the receptor binding 
domain (RBD). According to Jiménez-Morales et al., 
recent research indicates that individuals who have 
already contracted one variant or subvariant will have 
a significant likelihood of reacquiring that variant1. This 
highlights the importance of developing new vaccines 
and completely immunizing the global populace.

A number of factors need to be taken into account to 
fully understand the results. It is impossible to make a 
connection between asymptomatic COVID-19 and the 
absence of symptoms without the required laboratory 
tests. Without extensive laboratory testing, asymptom-
atic COVID-19 and the lack of clinical symptoms could 
be incorrectly diagnosed. A  silent COVID-19 must be 
ruled out if neither the most recent clinical signals nor 
the most recent clinical markers are present2. In addi-
tion, genetic variations seem to affect how a particular 
person’s immune system responds to COVID-193. Be-
fore the results can be confirmed, more clinical study 
will be needed.
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