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Omicron’s BQ.1.1 and XBB sub-variants: a global problem and 
management strategies
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LETTER TO THE EDITOR

To the Editor,
In response to the statement by the World 

Health Organization Technical Advisory Group on 
SARS-CoV-2 Virus Evolution (TAG-VE) regarding the 
current “soup” variants, BQ.1.1 and XBB, and their 
health implications1-3, the published studies are limited 
but highlight 3 works mentioning that the BQ.1.1 vari-
ant is a descendant of the Omicron subvariant BA.5 
and BQ.1. The BQ.1.1 variant has one of the highest 
numbers of immune-evasive mutations in regions cod-
ing for key antigenic sites of the Spike protein, includ-
ing p.K444T, p.N460K, and p.R346T. This strain has 
a global rate of 65% (GISAID)1-3. The subvariant XBB*, 
on the other hand, is a recombination of sublineages 
BA.2.10.1 and BA.2.75, with a global prevalence of 
1.3%. It is a hybrid subvariant with seven key muta-
tions enabling immune evasion1-3. Clinically, its distinc-
tive characteristics have not been reported.

Considering this, and the importance of early clini-
cal identification to reduce mortality, it can be achieved 
with an examination of the oral cavity, which has en-
abled differentiation among SARS-CoV-2 variants, 
even Omicron subvariants, each with unique fea-
tures4. In light of new immune-evasive variants, trained 
immunity must be reactivated, for which we have the 
immunoregulator OM-85, which promotes phagocyto-
sis and reduces viral expression, and has been foun-
dational in Omicron management in the Sierra Sur of 
Oaxaca⁴. In the case of the XBB variant, we suggest 
calcium dobesilate, which blocks the binding of 
heparan sulfate to ACE2, or LP pirfenidone, which 

downregulates ACE25, thereby inhibiting SARS-CoV-2 
entry into the cell. Currently, there are new viral recep-
tors to consider, such as GPR78, exotoxins, and xy-
losyl transferases that, through docking, interact with 
SARS-CoV-26. Carboplatin and gemcitabine are effec-
tive in such cases. Instead of viewing this as a global 
health issue, it is necessary to pursue innovative treat-
ments, particularly those based on early diagnosis.
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